Sequence Listing could not be accepted due to errors. 
See attached Validation Report. 

If you need help call the Patent Electronic Business Center at (866) 
217-9197 (toll free) . 
Reviewer : markspencer 

Timestamp: Fri Jul 06 13:42:12 EDT 2007 



Reviewer Comments: 

Remove extra material, "{SEQUENCE L1ST1NG.TXT}", from the end of the 
file. Each Prior Application Number and Prior Application Filing Date 
should have a separate <150>/<151> provided. 
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Calculated : 1461 SEQID (1) 



Input Set: 



Output Set : 



Started: 2007-06-21 15:44:05.431 

Finished: 2007-06-21 15:44:06.610 

Elapsed: o hr(s) 0 min(s) 1 sec(s) 179 ms 

Total Warnings: 18 

Total Errors: 2 

No. of SeqIDs Defined: i 
Actual SeqID Count: l 

Error code Error Description 

E 253 The number of bases differs from <211> Input: 1440 



SEQUENCE LISTING 

<110> Hans-Peter FIEDLER et al 

<12 0> POLYCYCLIC MACROLACTONES 

<130> 5000.P0096US 

<140> 10574237 
<141> 2007-06-21 

<150> US 10/574 237 

<151> 2006-03-30 

<15 0> PCT/EP04/010 661 
DE 10353300.1 
DE 10347472.2 

<151> 2004-09-23 
2003-11-11 
2003-10-01 

<160> 1 

<170> Patentin version 3.1 

<210> 1 
<211> 1440 
<212> DNA 

<213> Verrucosispora spec, strain AB 18-032 

taacacgtga 60 
gaatattcac 12 0 
gcggcctatc 180 
tgagagggcg 24 0 
agt ggggaat 30 0 
ggccttcggg 360 
agaagcgccg 42 0 
cggatttatt 480 
ggctcaactg 54 0 
attcctggtg 600 



<400> 1 
caagt cgagc 

gcaacctgcc 

t cacgggcgc 

agcttgttgg 

accggccaca 

attgcacaat 

ttgtaaacct 

gccaactacg 

gggcgtaaag 

cgggcctgca 



ggaaaggccc 
ct aggctt tg 
at gt ttgtgg 
tggggtaatg 
ctgggactga 
gggcggaagc 
cttt cagcag 
tgccagcagc 
aact cgtagg 
gtcgatacgg 



ttcggggtac 
ggataaccct 
gtggaaagt t 
gcctaccaag 
gacacggccc 
ctgatgcagc 
ggacgaagcg 
cgcggtaaga 
cggct tgt eg 
gcaggctaga 



tcgagcggcg 



cggaaacggg 

tt tcggct tg 



gcgacgacgg 
agactcctac 
gacgccgcgt 
caagtgacgg 
cgtagggcgc 
cgt cgactgt 
gttcggtagg 



aacgggtgag 
ggctaatacc 
ggatgggct c 
gtagccggcc 



gggaggcagc 
gagggatgac 
tacctgcaga 
gagcgttgt c 
gaaaacccgt 
ggagactgga 



tagcggtgaa atgcgcagat atcaggagga acaccggtgg cgaaggcggg tctctgggcc 660 

gatactgacg ctgaggagcg aaagcgtggg gagcgaacag gattagatac cctggtagtc 72 0 

cacgctgtaa acgttgggcg ctaggtgtgg ggggcctctc cggttctctg tgccgcagct 78 0 

aacgcattaa gcgccccgcc tggggagtac ggccgcaagg ctaaaactca aaggaattga 84 0 

cgggggcccg cacaaacggc ggagcatgcg gattaattcg atgcaacgcg aagaacctta 90 0 

cctgggtttg acatcgccgg aaatcctgca gagatgtggg gtccttcggg gccggtgaca 960 

ggtggtgcat ggctgtcgtc agctcgtgtc gtgagatgtt gggttaagtc ccgcaacgag 1020 

cgcaaccctc gtcccatgtt gccagcaatt cggttgggga ctcatgggag actgccgggg 1080 

tcaactcgga ggaaggtggg gatgacgtca agtcatcatg ccccttatgt ccagggcttc 1140 

acgcatgcta caatggccgg tacaatgggc tgcgataccg tgaggtggag cgaatcccaa 12 00 

aaagccggtc tcagttcgga tcggggtctg caactcgacc ccgtgaagtc ggagtcgcta 12 60 

gtaatcgcag atcagcaacg ctgcggtgaa tacgttcccg ggccttgtac acaccgcccg 1320 

tcacgtcacg aaagtcggca acacccgaag ccggtggccc aacccttgtg gagggagccg 1380 

tcgaaggtgg ggctggcgat tgggacgaag tcgtaacaag gtagccgtac cggaaggtgc 1440 
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